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Research progress on role of long non-coding RNA taurine up-regulated gene 1
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[ Abstract)

(TUGI) has different expression levels and possesses different mechanisms of action in different cancers, but its role in glioma still

Long non-coding RNA plays an important role in the occurrence and development of cancer. Taurine up-regulated gene 1

remains controversial. TUGI can regulate transcription factors by epigenetic means, and also regulate the expression of post-transcriptional
genes through competitive endogenous RNA. TUGI regulates the occurrence and development of glioma, which probably be associated
with tumor self-renewal, cell cycle, apoptosis, chromatin stability, blood tumor barrier and angiogenesis. This article reviews the
mechanism of TUGI in gliomas, summarizes the current research results of TUGI in glioma, and predicts its clinical application.

Key words] taurine up-regulated gene 1; glioma; long non-coding RNA
p-reg g g g g

This work was supported by the National Natural Science Foundation of China (81572489).
Corresponding author. CHEN Qian-Xue, E-mail. chengx666@ whu. edu. cn

Pttt , NIEFER A b A 2 2% e s oh
B i RNA 804 AR 2 s DX IO Bl s S Al G
RNA™" o AE4iA% RNA BT 43 4 /IN i 46 I 45 RNA
(<200 MZHFIR) FIHEEAR S AS RNA (> 200 %
fi% ,long non-coding RNA ,IncRNA ) "*' | IncRNA £ FF
BRBIN S e SR R 2 RNA SR 1T Y45
J ORI R 58 & B, IncRNA /] 7E K & Fl4H i 40
b SEFH T AR W R b R AR AR
I HE A AN ] R B A 8] 45 % PR 3R, A0 46 G 4 o B
P RS T R S AE CRNA A 1T M B
P4 . mRNA Fi A AT 22 39 4 . mRNA B3 E P I 7
LA B f#/IN RNA (microRNA , miRNA ) (g B 0 4l

Wis BEL: 2019-07-29; = HEF: 2019-09-08
E£WH: EZRARPFEES (81572489)
BIEEE: B, E-mail: chenqx666@ whu. edu. cn

1, IncRNA A 5 Z2 G 40 5T 15 I8 1)1z 9%
PR B G YL, SR 53X 2 52 5 1 1) B ]
AR E O, AT Y (BRI W Y A,
IncRNA 7] LATE e sf R 55 I 7K 7 %o PR i 3R 3k
EEEEAERS

IncRNA 78 Z B[] 1 9 i 28 200 A7 A S 3%
IKUNE i R JH AR R SRR S e B
IR AN IR TS I AN SR X R R
509 IncRNA 1] )43 4 8098 IncRNA (41 KRASP
HULC .HOTAIR .MALAT1/NEAT) J; 19 IncRNA ( 40
MEG3 .GAS5 LincRNA-p21 .PTENPI) Wi , Hrp s
IncRNA (13 2 35 UL S 3 g IncRNA 25 3% 5l T 6 &



B BRIz 220456 A 28 H 28 194 %5 6 ] Chin J Mult Organ Dis Elderly, Vol. 19, No.6, June 28, 2020 - 467 -

IR AR E T, AR R S A SR R ZE
U | A AL T2 4 it Ah, IncRNA
TEH L PR SR IR, BAE A o A 1R B R
AT AR A ZRIEAE 1912 W T TS B ke BERE 1Y
kRS . N, MALATI B0 T2 Wk /4
JL i e e 8 A b = — L TR
JEAEAH A IncRNA A, A= B R E IR SE I 1 (taurine
up-regulated gene 1,TUGI ) Z #5235k Bk
2 BUESE LW, TUGT TEVF 2 N 2RI AE bk 4
TR I TUGT A €05 bR A0 MR B bt
s AN B R e ek e i
WA I, (BT R 1) K AR i i i v R 43 1 H
PR A7 4P o AR S 3o A ) SRR B T a4
TUGI TE 598 Th A F I BF 5 ik J , LAY Shy 12z 4358
RIERMEIIE S

1 TUGI H&EHa5IhEE

TUGI fi RJ27F At 12 A 38/ B0 IR0 8 24 i
ik 2B L34 IncRNA, K24 7. 1kb! ™" Ty RE A 5%
ifE— 25 R, WK TUGT w] LAS ] /N B R 1) &
B o a4 4 RNA G5 0T 3E 23 7 ik 1
TUGI W 5 Z K& 2 4% 2 ( polycomb repressive
complex 2, PRC2) 454", PRC2 HAG W L4454 i
W, B zeste [a] YR 4 2 B4 5% T (enhancer of zeste
homolog 2, EZH2) | zeste 12 il il 7 ( suppressor of
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